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• To investigate the associations of serum TSP2 with MetS and 

MAFLD seveiry, and the potential diagnostic value of serum TSP2 

for identifying those at-risk of MASH. 

Serum Thrombospondin-2 Levels Are Closely Associated with 

the Severity of  Metabolic Syndrome and Metabolic Associated 

Fatty Liver Disease 

Results 

• Metabolic associated fatty liver disease (MAFLD) is the hepatic 

manifestation of obesity-related metabolic syndrome (MetS).  

• There is an urgent need to identify non-invasive serum biomarkers 

for the detection of metabolic associated steatohepatitis (MASH) 

and hepatic fibrosis among patients with metabolic risk factors. 

• Thrombospondin-2 (TSP2) is a secreted glycoprotein functionally 

involved in mediating cell-to-cell and cell-to-extracellular matrix 

(ECM) interactions. 

• The role of TSP2 in metabolic disorder remains largely 

unexplored.cupy uf 

• Blood samples, clinical data, and liver biopsies were collected 

from consecutively recruited 252 morbidly obese individuals 

reciving bariatric surgery. 

• Histopathology of liver biopsies were examined in a blinded 

manner by three independent international pathologists. 

• Serum TSP2 levels were measured by ELISA. 

Introduction Methodology 

Objectives 

 Clinical and biochemical characteristics of the 252 obese 

subjects included in this study  
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Data shown as n(%), mean (standard deviation) or median (interquartile range). 

 Serum TSP2 levels were closely associated with obesity-

related glucose dysregulation, insulin resistance and 

metabolic syndrome 
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C 

 Serum TSP2 was closely associated with the severity of 

MAFLD and could differentiate MASH from benign steatosis 

and borderline MASH 

 Serum TSP2 as a non-invasive biomarker for identification 

of at-risk MASH patients 
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Summary 

 Tsp2 is an important mediator linking 

MAFLD with metabolic dysfunction 

 

 TSP2 is a promising noninvasive 

biomarker for differentiating MASH 

from benign steatosis and identifying 

at-risk MASH patients  
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At-risk MASH: 
NAFLD activity score (NAS) ≥ 4 and 

fibrosis grade ≥2 among patients 

with metabolic risk factors 

TSP2 

Cut-off value 2.88ng/mL 

Sensitivity 75.0% 

Specificity 89.3% 


